Knowledge of Mammalian orthoreovirus (MRV) and Torque teno virus (TTV) as new emerging infectious agents that may affect wild animals, is essential to minimize the risk of their spreading to farm animals and possibly to humans. MRVs are non-enveloped double-stranded RNA viruses containing 10 RNA segments classified as large (L1, L2 and L3), medium (M1, M2, and M3) and small (S1, S2, S3 and S4). MRVs include four serotypes that cause a range of respiratory, nervous and enteric diseases. They infect a broad range of vertebrate hosts: birds, reptiles and mammals (including bats and humans). TTVs are non-enveloped circular ssDNA viruses widespread worldwide in humans and animals. Torque teno sus virus (TTSuV), which comprises two genus (Iotatorquevirus and Kappatorquevirus), frequently infects swine and has a very similar genome organization to human TTV. This virus has been associated with hepatitis, respiratory and autoimmune disorders. However, MRV and TTV pathogenic role is still uncertain, and clear data in literature are lacking. The aim of this study was to investigate the presence of possibly zoonotic MRV and TTV in wild animals. This study was carried out within an ongoing plan for Hepatitis E virus (HEV) surveillance in game animals. In particular, liver samples were collected between 2016 and 2019 during hunting seasons from wild boar (n=455), chamois (n=4), and roe deer (n=6). Samples originated from two areas in Northern Italy which has different characteristics: one near Parma, in the middle of the Po Valley – highly anthropic and with a high pig farm density – and the other in the Sondrio province, characterized by mountains, and both low anthropic activity and farm density. Viral identification was carried out by PCR detection with specific primers for the L1 region of MRV, and TTSuV 1a and 1b species (genus Iotatorquevirus). Prevalence were calculated with the Blaker’s method. MRV prevalence in wild boar was as high as 73% (CI95% 0.57-0.86) in the Sondrio area, and appears to be higher than in the Parma area (14%, CI95% 0.08-0.23), despite a less populated area could suggest a lower risk. TTV prevalence in wild boar is comparable between the two areas (1.8% Sondrio and 2% Parma), and a decreasing trend from 2016 to 2019 was observed. MRV and TTV were also found in wild ruminants, however it was not possible to infer the prevalence due to a low sampling representativeness. Our findings shed light on some aspects of occurrence and distribution of MRV and TTV in some wild species and posed the issue of their possible role as reservoir. To further investigate their transmission dynamics and epidemiology it could be important to include farmed animals in the sampling plans, increase the number of wild ruminants tested and perform viruses genotyping. Are Mammalian orthoreovirus (MRV) and Torque teno virus (TTV) widespread in wild fauna of Northern Italy? Yes, our findings highlight the presence and distribution of MRV and TTV in wild animals, and posed the issue of their possible role as reservoir 
