Introduction: On February 7, 2020, a woman of 68 years was admitted to the hospital of Esine (Camonica Valley, Lombardy, Italy) with a stroke diagnosis. A concurring listeriosis infection was diagnosed after isolation of L. monocytogenes from bloodstream. The following investigation starting from the patient’s home led to track a L. monocytogenes contamination not correlated to the clinical case but widespread in several butcheries of the Valley. Purpose: L. monocytogenes presence at the household and in food processing plants was tracked to identify the source of infection and to prevent further cases. Methods: Sampling was carried out by local health authorities. L. monocytogenes was detected by PCR and resulting isolates were typed by MLVA for screening and by cgMLST to confirm possible genomic correlations. Results: The strain isolated from the patient was identified as ST1. From the household, four different strains were isolated from five different foods, namely: ST1 from soft cheese, ST37 from chicken meat and pork loin, and ST9 from beef and pork chops with two different MLVA profiles. cgMLST identified the ST1 isolates as uncorrelated. The trace-back of ST37 led to detect a widespread contamination on poultry meat in three different poultry butcheries of the valley, each of which also had a concurring persistent environmental contamination by L. monocytogenes ST9, ST121, and ST155, respectively. This situation suggests a probable reservoir role of broiler farms for ST37, and specific contaminations in the different processing environments. Significance: ST37, ST121, and ST155 are responsible for a number of listeriosis cases in the regional territory, and therefore of concern from a public health standpoint. The investigation, although failing to identify the source of infection, led to uncover widespread and persistent L. monocytogenes contamination linked to poultry meat. The actions taken subsequently in the processing plants allowed for an improvement in the safety of meat products
