Background and Objectives  Post weaning diarrhoea (PWD) due to enterotoxigenic Escherichia coli (ETEC) is one of the most important diseases in swine, resulting in significant economic losses. Knowledge about the diagnostic approach and the epidemiology are of fundamental importance to tackle the disease.  Material and Methods  A total of 62 outbreaks of post weaning enteric colibacillosis have been observed in 2019 in as many Italian pig farms. The diagnosis of enteric colibacillosis has been confirmed by bacteriological examination on samples of luminal content or rectal swabs, by inoculation onto blood agar and Gassner agar. The semi-quantitative evaluation of pathogenic E.coli, grown in culture, was considered as diagnostic criteria. Strains have been genotyped by multiplex PCR for the detection of genes encoding for toxins (STa, STb, LT and Stx2e) and fimbriae (F4, F5, F6, F18, F41).  Results  All the pathogenic E.coli strains (68) isolated were haemolytics and the prevalence of fimbriae and toxins was: F4 (42.6 %), F18 (57.4 %), STa (95.6%), STb (55.9%), LT (22%) and Stx2e (2.9%). The most common virotype detected was F18 STa STb (32.4%), followed by F4 STa STb (25%). Mixed infections (ETEC F4 and F18) were observed in 9.7% of the cases.  Discussion and Conclusion  A study published in 2016 by Luppi et al. reported that F4 was the fimbrial type most commonly detected in ETEC isolated from cases of PWD in The Netherlands, France, Germany and Italy. Similarly, a higher prevalence of F4 than F18 fimbriae has been reported before in other European countries including Denmark, Slovakia and Czech Republic. The results reported confirm the importance of PWD due to ETEC in Italy and that F18-ETEC is the main fimbrial type, followed by F4-ETEC. The information presented in this study highlighted the variability of ETEC virotypes prevalence in enteric colibacillosis outbreaks over time 
