The Streptococcus suis serotypes 2, and 14 are zoonotic pathogens in swine and present a capsular polysaccharide structure closely related to serotypes 1 and 1/2. Most molecular methods applied in veterinary diagnostic laboratories do not detect the single nucleotide polymorphism (SNP) that differentiates the serotypes 2 from 1/2, and 1 from 14. Consequently, epidemiological data is lacking. A collection of strains isolated between 2019 and 2024 from the brain of diseased pigs, and previously classified as 2–1/2 or 1–14, was analysed using three molecular methods able to detect of the SNP distinguishing the four serotypes. The study revealed that 57 % of those formerly classified as serotype 2–1/2 actually belong to serotype 1/2, while no serotype 14 was found among the strains classified as 1–14. The study also evaluates the feasibility of the routine application of these PCR-based methods for SNP detection, emphasizing the importance for accurate and rapid serotype identification to aid vaccine production and epidemiology
