Introduction: In the past years (2020-2022) blue discolouration of mozzarella cheese increased in northern Italy, worrying the dairy operators still remembering the 2010 episode, in which over 70,000 mozzarellas coloured blue causing a strong economic impact because the product no longer had consumer confidence. This phenomenon is mainly caused by Pseudomonas fluorescens contamination, being Pseudomonas spp. bacteria one of the main psychrotrophic organisms of concern in the dairy industry. Traditional methods for Pseudomonas spp. detection are time-consuming and often not compatible with the dairies’ commercial needs. Aim: A new protocol was developed to detect and type P. fluorescens complex strains in a short time, to prevent and to monitor their presence and persistence in processing environments. This method was tested in a dairy frequently contaminated by chromogenic -, where disinfection strategies were implemented. Methods: Mozzarella and water samples from 8 points along the processing plant were weekly tested: from the water entering the processing to the finished product. P. fluorescens complex strains were detected using PCR, the sequencing of gyrB gene allowed species identification, and typing was performed by MLST after colony isolation on specific medium. The newly identified sequences were submitted in the PubMLST database for the Sequence Type (ST) assignment. Results: The dairy was monitored for 27 weeks (n=211 water samples, n=49 mozzarella samples). The 23% (49/211) of water samples were contaminated by P. fluorescens complex strains. Isolation was possible for 12 samples, highlighting the presence mainly of P. mandelii (49%) and P. fluorescens (28%) strains. The 73.5% of mozzarella samples (36/49) were contaminated, with colonies isolation from 12 samples (P. fluorescens was identified in 88% of the isolated strains). Most of the typed isolates were new and not correlated, except for ST44 that was frequently detected in both water (33%) and mozzarella (64%) samples, suggesting a possible correlation. Conclusions: The variability of the isolates suggested a contamination caused mostly by the introduction of strains from the external environment. The difficulty of strain isolation indicated that the decontamination measures implemented in the production processes are effective in neutralizing contaminations, despite ST44 possibly persists in the dairy plant 
