Introduction. Bovine Ephemeral Fever (BEF) is an emerging arthropod-borne viral disease affecting mainly domestic cattle and water buffalo. The etiological agent (BEFV) is a member of the genus Ephemerovirus within the family Rhabdoviridae. BEF is included among the so-called “FAST diseases” (Foot-and-Mouth Disease and similar transboundary animal diseases) by the European Commission for the Control of Foot-and-Mouth Disease (EuFMD) since it represents a growing risk of introduction and spread into Europe from affected neighbours such as Turkey and the Middle East. BEF causes economic losses by a sudden drop in milk production in dairy cattle and loss of condition in beef cattle. The impact of BEF on the cattle industry may be underestimated, however, the introduction of BEFV into European countries is possible, similarly to the past incursion of other arboviral diseases (e.g. bluetongue). The improvement of laboratory skills through the development and standardization of diagnostic tools is essential for constant monitoring, prevention and control of BEF in the affected nearby countries and to increase the capacity of early detection of FAST introductions in Europe. In this study, a panel of monoclonal antibodies (mAbs) directed against BEFV has been characterized and evaluated for the development of a competition-ELISA (c-ELISA) for the detection of anti-BEFV antibodies in bovine sera.  Material and methods. A BEFV field strain kindly provided by Dr. Hagai Yadin (Kimron Veterinary Institute, Israel) was used in the study. MAbs were produced in Balb/c mice according to an internally standardized method and were screened by indirect immunoperoxidase (IPMA) using BEFV infected VERO cells. The ability of mAbs to neutralize virus infectivity was investigated by a virus-neutralization test (VNT). To identify mAbs reactive to immunogenic epitopes, competitive ELISAs were performed with six BEFV naturally infected bovine sera (VNT titre ranging from 1/8 to 1/256). Then two mAbs were selected, cloned and tested in sandwich ELISA to evaluate their capability when used in different combinations either adsorbed or HRP?conjugated to efficiently bind the BEF viral antigen. Further mAbs characterization through western blotting (WB) was performed.  Results. Nineteen mAbs reactive against BEFV were obtained, none of them showed VN activity, however, all showed to compete with BEF positive sera. Among them, two mAbs, namely 3E6 and 3A2, were selected and tested in sandwich ELISA, showing to be able to catch and detect the viral antigen when used in heterologous combination. In particular, the sandwich ELISA with mAb 3E6 used to capture crude BEF viral inactivated antigen, and mAb 3A2, used as tracer, was evaluated as a prototype of a c-ELISA, showing to be able to discriminate between BEF positive and negative sera. Both 3A2 and 3E6 mAbs, when tested in WB with BEF antigen, showed reactivity against a protein of about 50KDa, corresponding to the nucleoprotein N, while the other mAbs did not react in WB.  Discussion and Conclusions. The mAbs produced represent a valid tool for the development of diagnostic assays. All them recognize immunogenic epitopes and two recognize two different linear epitopes on N protein, and were thus suitable to be emplyed in competitive ELISA serological assay. The mAbs characterization is still ongoing to better exploit their properties, and competitive ELISA validation is in progress. Our preliminary resultsare promising for improving the capacity for FAST prevention by enhancing laboratory diagnostic skills 
