Objectives: Antimicrobial resistance (AMR) is of public and animal health concern worldwide. Aim of our work was to identify an AMR indicator to classify healthy dairy herd according to antimicrobial susceptibility (AST) in indicator bacteria Escherichia coli (EC) and Enterococcus fecalis (ENT) towards an harmonized list of antimicrobials as suggested (European Food Safety Agency (EFSA), 2019). The overall farm health condition or prevalence of animal diseases were not considered yet the animal category (whether milking cows (VL), dry cows (VA), heifers (M) and calves (V)) of the isolate origin was analyzed to identify within heard different source of AMR.  
Materials and methods: Thirty-three dairy farms were en­rolled in this study, caring th.at both small and larger farms locat­ed in foothills or ground level of the Veneto and Friuli-Venezia Giulia regions of ltaly were selected. According to preliminary analysis (data not shown in this paper) in each herd the following sampling protocol was  applied:  individuai  fecal samples were collected VL, VA, M and V to isolate 20 Escherichia coli (EC) and 10 Enterococcus  fecalis (ENT). lsolates were AST with broth microdilution (CLSI VET01, 2020) using a commer­ ciai kit EUVSEC3 and EUVENC (ThermoFisher, US) to determine the minimum inhibitory concentration (MIC). MICs were interpreted according to European Committee on Antimicrobial Susceptibility Testing (EUCAST) epidemiological cut-off value (ECOFFs;www.eucast.org/mic_distributions_and_ecoffs/). lsolates displaying MICs above the ECOFF were classified as non-wild type. Antimicrobial  resistance  index (ARI)  was calculated for each bacterial isolate by dividing the number of resistances by the number of antimicrobials tested to provide descriptive statistics of the AMR herd indicator as reported (Agnoletti, 2018). Results: 620 EC isolates and 229 ENT were AST as­ sessed. The percentage of non-wild strains for each animai categories for each active ingredient are summarized in table 1 and table 2 for EC and ENT, respectively. EC isolates showed high proportions of non-wild phenotype towards sul­ famethoxazole and tetracycline. In calves EC non-wild pheno­ types are largely diffuses when compared to the other animai categories. Among ENT, non-wild phenotypes were mainly ob­ served for gentamicin (dry cows), erythromycin (calves) and tetracycline (calves). The herd level indicator ARI ranged from O to 0.14 (mean 0.08) for E. coli towards 13 antimicrobials tested (presumptive ESBL were defined as being not wild for at least one among cefotaxime and ceftazidime) and 0.04 to 0.29 (mean 0.13) for E. faecalis towards (12 antimicrobials tested).  Conclusionls: Microbiologic resistance against molecules widely employea in Veterinary Medicine (sulphonamides, tet­ racyclines, aminoglycosides, macrolides, and phenicols) was detected in the sampled dairy herds. Yet with the exception of fluorchinolones, EC isolated showed low levels of microbi­ ologic resistance against antimicrobials classified of highest criticai importance for human therapy (hstCIA; WHO, 2020). However, enterococci displayed high levels of microbiologic resistance towards erythromycin and gentamycin. Compared to adult bovines, including heifers 6 months aged, isolates from calves were keener to microbiologic resistance, which may be attributable to inappropriate farmer behavior offeeding calves with waste milk from cows treated with antimicrobials. Calves must be considered when monitoring AMR to avoid underestimate data  

	Tables.

	Antimicrobial
	A
	L
	M
	v

	Sulfamethoxazole
	35/68(51.5)
	131/254(51.6)
	69/160(43.1)
	103/138(74.6)
	

	Trimethoprim
	2/68(2.9)
	5/254(2)
	6/160(3.8)
	29/138(21)
	

	Ciprofloxacin
	1/68(1.5)
	2/254(0.8)
	3/160(1.9)
	28/138(20.3)

	Tetracycline
	3/68(4.4)
	14/254(5.5)
	15/160(9.4)
	71/138(51.4)

	Meropenem
	0/68(0)
	0/254(0)
	0/160(0)
	0/138(0)

	Nalidixic Acid
	1/68(1.5)
	0/254(0)
	3/160(1.9)
	24/138(17.4)

	Azithromycin
	0/68(0)
	0/254(0)
	0/160(0)
	0/138(0)

	Cefotaxime
	1/68(1.5)
	4/254(1.6)
	0/160(0)
	8/138(5.8)

	Chloramphenicol
	2/68(2.9)
	3/254(1.2)
	1/160(0.6)
	19/138(13.8)

	Tigecycline
	0/68(0)
	0/254(0)
	0/160(0)
	0/138(0)

	Ceftazidime
	0/68(0)
	0/254(0)
	2/160(1.2)
	2/138(1.4)

	Colistin
	0/68(0)
	1/254(0.4)
	0/160(0)
	0/138(0)

	Ampicillin
	4/68(5.9)
	8/254(3.1)
	8/160(5)
	53/138(38.4)

	Gentamicin
	0/68(0)
	0/254(0)
	1/160(0.6)
	6/138(4.3)

	Presumptive_ESBL
	1/68(1)
	4/254(2)
	2/160(1)
	8/138(6)

	Table 1. Number of non-wild strains of E. coli divided for animai category.


	Antimicrobial
	A
	L
	M
	v

	Gentamicin
	26/33(79)
	40173(55
	8/16(50
	60/107(56)

	Chloramphenicol
	0/33(0)
	5173(7)
	0/16(0)
	21/107(20)

	Ampicillin
	0/33(0)
	1173(1)
	0/16(0)
	1/107(1)

	Vancomycin
	0/33(0)
	0173(0)
	0/16(0)
	0/107(0)

	Teicoplanin
	0/33(0)
	0173(0)
	0/16(0)
	0/107(0)

	Erythromycin
	10/33(30)
	15173(21)
	3/16(19)
	38/107(36)

	Quinuopristin   Dalfopristin
	4/33(12)
	9173(12)
	2/16(13)
	9/107(8)

	Tetracycline
	14/33(42)
	19173(26)
	2/16(13)
	73/107(68)

	Tigecycline
	0/33(0)
	0173(0)
	0/16(0)
	0/107(0)

	Linezolid
	0/33(0)
	2/73(3)
	0/16(0)
	0/107(0)

	Daptomycin
	3/33(9)
	4173(5)
	0/16(0)
	3/107(3)

	Ciprofloxacin
	0/33(0)
	0173(0)
	0/16(0)
	2/107(2)

	Table 2. Number of non-wild strains of E. fecalis divided by animai category.











