In depth characterization of 25 OXA-48(like)-producing E. coli isolated in Italy from caecal samples of pigs (n=21) and bovines <12 months (n=4) taken at slaughter from the EU AMR Monitoring programme in 2021, was performed by WGS. The isolates were MDR towards up to 8 antimicrobial classes, including HPCIAs. Bioinformatics analysis of combined ONT long reads and Illumina short reads identified blaOXA-181 as part of a transposon in IncX1, IncX3 and IncFII resolved plasmids. The same plasmids were traced back in isolates mostly belonging to ST5229, from the fattening holding of origin, in different units and in one of two positive workers at the breeding holding and in one epidemiologically related dairy cattle holding. The spread of OXA-48(like)-producing E. coli in Italian holdings is of concern and could be facilitated by the selection pressure of the extensive use of oral aminopenicillins and injectable third-fourth generation cephalosporins along the production cycles 
