Hepatitis E virus (HEV) is an emerging virus with an increasing diffusion across Europe. Because of the apparent lack of species barriers, HEV was characterized as a zoonotic agent, with swine as main reservoir, but it has been also found in wild animals. This study aimed to assess the HEV prevalence in wild boars, hares and swine in an area of Northern Italy with high anthropic and farm density. Samples were represented by liver (wild boars and hares) and faeces (swine). Viral identification was carried out by RT Real-time PCR. HEV strains were genotyped, and phylogenetic analysis was performed. A prevalence of 1% was found in swine faeces. In wild fauna, HEV was found only in wild boars (prevalence 12.02%, subtype HEV-3a), that may play a role as reservoir. Given the high pig farm density in the investigated area, and the expansion of the wild boar population, continuous monitoring of the strains circulating in wildlife and swine is crucial 
