Streptococcus agalactiae plays an important role in bacterial infections both in cattle and humans. Starting from the evidence of the close genetic relationship among strains isolated from both species, the characterization of strains of different origins could help establishing similarities and any genetic interchange existing between the two populations. We have been considering a total of 55 sympatric isolates collected from peri-partum screening and pathologic samples of human origin as well as from routine diagnostic milk screening of cattle. Results obtained with Fourier transform infrared spectroscopy were compared with those previously described and obtained by classical methods (Molecular Capsular Typing; Pilus Island typing; Multi-Locus Sequence Typing). Our data suggest that classical characterization methods can be combined with FT-IR, for a more comprehensive understanding of the complexity of S. agalactiae strains and the underlying mechanism for their host-adaptation 
