Staphylococcal foodborne poisoning (SFP), occurring after consumption of staphylococcal enterotoxins (SEs) in food, is one of the most common foodborne diseases worldwide. In May 2022, following a report of a food poisoning episode, were collected and analysed samples of consumed foods. SEs were identified as the responsible of the outbreak and the isolate was typed for detection of nuc, methicillin resistance genes, genes encoding for 11 SEs, then was also typed with MLST and spa typing. The presence of nuc gene was detected in the strain isolated from soft cheese sample which harboured sed, ser and sej genes and belonged to ST8/t5268. The isolate was analysed by Illumina whole genome sequencing for the presence of antimicrobial resistance and virulence determinants. S. aureus characterisation has a key role in outbreaks description, while WGS provides important information on genetic characteristics of the bacterium 
