Mycobacterium avium subsp. paratuberculosis (MAP) causes paratuberculosis (Johne's disease) and impacts dairy bovine industries, finally leading to significant economic losses. Circulation of infection is mainly due to excretion of high numbers of MAP cells from infected animals and to the environmental resistance of MAP. This supports the presence of passive shedders, non-infected animal from whom MAP pass through the intestine without causing infection. To prevent the spread of paratuberculosis in livestock and improve herd management, a diagnostic tool able to quantify MAP concentration becomes essential. Although qPCR is used to detect and quantify MAP in animals, the need for a standard curve and the use of semi logarithmic model hamper its use. We here developed and started the validation process of a digital PCR assay for the absolute quantification of MAP load, focusing on the determination of limit of quantification (LOQ), precision and repeatability of the entire assay 
