Porcine reproductive and respiratory syndrome virus (PRRSV) is the agent of one of the most globally spread pathologies in swine farm, as it causes reproductive failure in saws and severe respiratory symptomatology in fattening pigs. There are two distinct genotypes that share only 50-70% of their genome: PRRSV-1 (or European type) and PRRSV-2 (or American type). The main strategy to contain PRRSV infections is the usage of Modified Live Virus-based vaccines; although they do not give full protection against heterologous strains and reversion of virulence may occur. Being an SSRNA+ virus, PRRSV undergoes frequently through point mutations and recombination events. Therefore, molecular surveillance is fundamental to monitor said continuous modifications. Here we present a 10-year retrospective study where ORF-7 PRRSV sequences collected in Northern Italy were analyzed to establish this grade of genetic heterogeneity. Molecular screening through qPCR was conducted on clinical sample from Lombardy and Emilia- Romagna regions. Sanger sequencing of ORF-7 region was performed on positive sample obtaining 5765 sequences from 2011 to 2021. After excluding 100% identical and ambiguous-nucleotidescontaining sequences, a refined dataset of 3370 field sequences was obtained and aligned with 37 reference sequences in MEGAX using MUSCLE algorithm. Then Maximum Likelihood tree was calculated using default parameters and 200 bootstrap replications with PRRSV-2 strain VR2332 used as the outgroup. Phylogenetic analysis showed that most of the sequences (n=3354) belonged to PRRSV-1, as only 16 clustered with PRRSV-2 prototype sequence. Among PRRSV-1 sequences 486 were similar to Lelystad prototype strain while the majority of sequences (n=2876) grouped into a separate Italianlike clade in which at least 3 well-defined subclades can be observed. These results provide an overall picture of past and current PRRSV strains circulating in swine farms in the North of Italy and confirm a very high genetic heterogeneity as well as notable differences of Italian strains compared with other strains in Europe. 
