Mammalian orthoreovirus (MRV) and Torque teno sus virus (TTSuV) are emerging infectious viruses, with likely zoonotic potential, that may affect both domestic and wild animals. MRV is a dsRNA virus that can cause respiratory, central nervous system, and enteric diseases both in human and in other mammalian hosts. TTSuV is a DNA virus that frequently infects swine and have been associated with hepatic, respiratory, and autoimmune disorders. Moreover, due to efficient transmission routes, TTSuVs are ubiquitous and distributed worldwide. This study describes the occurrence and distribution of MRV and TTSuV in domestic and wild animals in the Po Valley in northern Italy, a flatland with high anthropisation and farm densities. A total of 440 samples were collected between 2019 and 2022. In particular, pig feces (n=100) were taken from farmed animals, while livers of wild boar (n=175) and hare (n=165) livers from hunted animals. TTSuV was detected by end-point PCR, whereas MRV was detected by nested-PCR, using specific primers. Prevalence was calculated with the Blaker’s method. In pigs, MRV and TTSuV prevalence was 1% (CI95% 0.18-5.45%) and 19% (CI95%.12.5-27.8%), respectively. In wild fauna, MRV was found with higher prevalence in hares (49.09%, CI95% 41.65- 56.6%) and wild boars (15.83%, CI95%.10.8-21.5%) than in domestic pigs. Also, TTSuV prevalence was higher in hares (40.61%, CI95% 33.4-48.2%) compared to pigs and wild boars (2.86%, CI95% 1.2-6.5%). The high MRV prevalence observed in hares and wild boars suggested that wildlife may play a role as reservoirs for this virus. TTSuV detection was more relevant in hares and pigs than in wild boars result suggests the importance of further studies to evaluate the precise role (reservoir or spillover host?) of domestic pigs in the transmission and diffusion of such agent. The presence of MRV and TTSuV in the animals of the Po Valley highlighted the need for future monitoring plans, to improve the knowledge of these likely zoonotic emerging viruses, to evaluate their spread and to assess the risk of transmission from animals to humans and vice versa 
