Background. Yersinia enterocolitica (Ye) is the etiological agent of yersiniosis, a foodborne disease widespread in Europe. Ye is a gram-negative entero-bacterium growing in a wide range of temperatures (0-45 °C), and able to produce a thermostable toxin in cooling conditions without spoilage signs in foods, thus posing a risk for consumers.  Objective. The aim of this work was to evaluate the presence of pathogenic Ye in foods in Northern Italy from 2018 to 2022, to gain insight on its spread and risk of foodborne infection.  Materials and Methods. Samples were processed using the ISO10273:2017 and ISO/TS18867 methods. Briefly, after a microbiological enrichment, Real-time PCR was performed to detect the ail gene (specific for all Ye biotypes associated with disease). Colonies isolated from positive samples were confirmed by Real-time PCR. Prevalence and 95% confidence intervals (CI95%) were calculated.  Results. A total of 220 samples were collected within the food categories frequently affected by Ye contamination (including meat products, fruit and vegetables, and dairy products). Nine samples were ail positive (4.09%, CI95% 2.17-7.59), one was a turkey meat sample, and all others were swine meat samples. Colonies were isolated from 3 samples, and in two samples of swine meat the presence of pathogenic Ye was confirmed (0.91%, CI95% 0.25-3.25).  Discussion and Conclusion. Our results are in accordance with recent studies reporting contaminated swine meat as the main source of human infections. In spite low prevalence found in the 5 year-survey in Northern Italy, food monitoring is crucial. Prevalence data represent the basis to build effective surveillance systems along the food supply chain, to estimate the current microbiological risk associated to food consumption.  Perspectives. In a One Health perspective, pathogenic Ye survey in humans, animals, and environment can clarify the human exposure risk, given that yersiniosis is the fourth most common bacterial enteric disease in Europe 
