Encephalomyocarditis virus (Picornaviridae, Cardiovirus A) is the causative agent of the homonymous disease, which may induce myocarditis, encephalitis and reproductive disorders in various mammals, especially in swine. Despite the disease occurred endemically in pig farms since 1997, the recent increase of death experimented in Northern Italy prompted to furtherly investigate the evolution of the virus and the actual spread of the infection. Italian EMC viruses, collected between 2013 and 2019, showed an overall antigenic stability. The in-house ELISA Monoclonal Antibodies based, able to reveal changes in seven diferent antigenic sites, showed only sporadic and occasional mutations in considered samples and the subsequent phylogenetic analysis confrmed antigenic panel’s remarks. All the isolates could be classifed within a unique lineage, which comprise other European strains and confrm that the viruses currently circulating in Italy developed from a unique common ancestor. Despite the demonstrated stability of virus, some putative newly emerged variants were detected through antigenic profle analysis and phylogenesis. Finally, the serosurvey proved that spread of EMCV is greater than the difusion of fatal infections would suggest, due to subclinical circulation of EMCV. It demonstrated an increase in the proportion of seropositive farms, if compared with previous data with no remarkable diferences between farms with and without clinical evidence of disease 
