Introduction: The colonisation of farm environments by pathogenic bacteria is a key factor in the persistence of diseases in pig production (1). Regular cleaning and disinfection should limit this spread, but in the case of antibiotic-resistant bacteria these protocols may fail and lead to persistent environmental contamination. Environmental analyses are thus fundamental to cope with the issue of antimicrobial resistance (AMR). Nowadays, thanks to the raising awareness about the risks posed by environmental contamination, the monitoring of surfaces is routinely carried out in hospitals (2). A similar attention to this issue should be payed in farms, especially to contamination by Escherichia coli producing extended-spectrum ß-lactamases (ESBLs) and other ß-lactamases (AmpCs), and by methicillin-resistant Staphylococcus aureus (MRSA), which are a recognized public health problem worldwide (4,5) and are common opportunistic pathogens in pig farms (6,7). In the present, preliminary study, the spread of ESBL/AmpC E. coli and MRSA in environmental dust within pig farms was investigated by analyzing samples collected before and after cleaning and disinfection procedures.   Materials and Methods: Sampling was carried out in 6 farms in Northeastern Italy from May to July 2021. Within each farm, three sampling sites were identified: the silo, the changing room, and the pig unit. Dust samples were collected by using wet sponges rubbed on a surface (100 cm2) within each site. Overall, 67 sponges were collected by sampling each site in the "dirty" (Nsilo=9; Nchanging room=8; Npig unit=9) and in the "clean" condition (Nsilo=14; Nchanging room=14; Npig unit=13), before and after the routine cleaning and disinfection procedures. Each sample was microbiologically and molecularly analyzed for the identification of ESBL/AmpC E. coli and MRSA. The resistance profile of each isolate was assessed by MIC (Minimum Inhibitory Concentration) technique. The resulting data were analyzed through logistic regressions to identify the factors influencing bacteria presence (8).   Results: No E. coli ESBL/AmpC were found in any of the examined samples, while MRSA was detected in 41.8% (28/67) of them. MRSA prevalences observed in each sampling site before and after cleaning are listed in Table 1. Logistic regression revealed no significant difference in prevalences between sampling sites (p=0.70) or between dirty and clean condition (p=0.56). MIC analyses, performed on 25 S. aureus, showed that 100% were resistant to Cefoxitin, Clindamycin, Mupirocin, Tetracycline and Tiamulin, 88% to Quinupristin/dalfopristin, 68.0% to Erytromycin and 56.0% to Trimethoprim. Table 1. MRSA prevalences (mean ± SE) in environmental dust sampled in pig farms before and after cleaning procedures. SAMPLING SITE P (%) DIRTY CLEAN Silo 33.3 ± 16.7 35.7 ± 13.3 Changing room 50.0 ± 18.9 42.8 ± 13.7 Pig unit 55.5 ± 17.6 38.5 ± 14.0   Discussion and Conclusion The lack of E. coli ESBL/AmpC in the analysed dust samples is a comforting result because of the associated potential health risks (6,9). On the contrary, the prevalence of MRSA found in the present study is rather high and independent from cleaning, confirming its high resistance against cleaning and disinfection procedures (1,5,10). Although the limited sample size might have hindered the detection of significant differences, the widespread presence of MRSA raises some concerns related to the potential risks for transmission among pigs and to workers, and the consequent occupational and public health issues, in addition to the potential economic implications (10). Moreover, these results suggest that new cleaning and disinfection protocols should be defined to control more effectively MRSA within pig farms. Overall, despite the limited sample size, these preliminary findings represent an interesting starting point for further studies aimed at elucidating AMR contamination in farm environments and at implementing new strategies for their control and eradication  
