Streptococcus suis is one of the most important swine pathogens and an emerging zoonotic agent. In a previous study we described an increase of S. suis serotype 9 (SS9) infections in pig herds in Italy: most isolates belonged to sequence type (ST) 123, and were characterized by a reduced sensitivity to penicillin. The aim of this work was to investigate the trend of sensitivity to beta-lactams of SS9 in Italy from 2002 to 2021. We analysed 66 isolates of SS9 isolated from clinical cases of streptococcosis, in terms of ST, sensitivity to antibiotics, 117 presence of genes coding for antibiotic resistance and virulence and substitutions in the Penicillin Binding Protein (PBP). The genomes of the Italian isolates were compared with the SS9 genomes available in public repositories. The most frequent STs were ST123 and ST16, which differed in terms of virulence factors and sensitivity to beta-lactams. The isolates belonging to ST123, ST1954 and ST94 clustered together in the same phylogenetic group with isolates from Spain, and distinct from isolates of other origin. A reduced susceptibility was observed not only to penicillin, but also to ceftiofur and ampicillin, without reaching clinical resistance. The susceptibility to penicillin decreased over the observation period, and was associated with ST123, ST1540 and ST1953. Strains characterized by low susceptibility to beta-lactams showed a characteristic mosaic structure of the PBPs. In conclusion, the susceptibility to penicillin of SS9 is progressively decreasing in Italian herds, coupled with the spread of some bacterial clones. This phenomenon is probably favoured by the use of antibiotics 
