Actinobacillus pleuropneumoniae (APP) is the causative agent of porcine pleuropneumonia (PP). Currently, 19 APP serotypes have been described, usually determined by molecular analysis, with relatively high costs. Fourier Transform Infrared Spectroscopy (FTIRS) has been recently proved to be a useful, rapid and cost-effective tool to discriminate bacteria at different taxonomic levels, based on the analysis of the phenotypic microbial cells. The aim of this study was to apply IR Biotyper® system (IRBT, Bruker Daltonics GmbH & Co. KG) to evaluate APP typing at the species and serotype level, in a panel of 90 in field isolates. All the bacterial collection has been obtained from pig lungs sent to IZPLV for determination of the cause of death. Isolates from lungs were identified by MALDI-TOF MS, 263 then analyzed with IR Biotyper. Principal components analysis (PCA) and linear discriminant analysis (LDA) were applied to the whole dataset of isolates. At the multivariate analysis, PCA and LDA showed good clustering with a clear differentiation of seven APP serotypes (2,5,6,7,12,13,14). Moreover, a clear clustering of APP and non-APP (A. suis, A. lignieresii, A. rossii) was highlighted. The results presented in this study may be developed in the future by development of a new classifier for APP serotypes. The use of IRBT as a novel artificial intelligence software was proved successful for the implementation of a new diagnostic 
