Issyk-Kul virus (ISKV), Nairoviridae family, is a zoonotic virus firstly detected in 70’- 80’ in Central Asia from both Nyctalus noctula bats and bat ticks. Recently, ISKV genome has been detected in bats in Germany (Eptesicus nilssonii) and Sweden (Myotis brandtii) suggesting a possible geographical expansion to Europe. In this study, following the previous isolation and genome characterization of ISKV from an Hypsugo savii sampled in Northern Italy in 2021, we performed a specific ISKV surveillance in bat populations in order to acquire epidemiological information on its viral ecology and diffusion. Bats were collected from wildlife rehabilitation centers (WRC) in Lombardy and Emilia-Romagna regions (Northern Italy) from 2017 to 2022. The presence of lyssavirus was excluded by PCR on brain samples before performing any other analysis. DNA barcoding was used for bat species identification. Tissue samples from different organs (lung, heart, spleen, gut and brain) were collected and analyzed by a specific ISKV End-point PCR targeting L gene specifically developed for the purpose. A total of 387 bats belonging to 13 different species were collected. Hypsugo savii and Pipistrellus khulii were the most representative species, 48.38% and 40.86% respectively. Other than the first ISKV strain (IT-297348- 34/2022) isolated from an adult female of Hypsugo savii in Bergamo province in 2022, we found five more ISKV positive samples, all from Hypsugo savii bats recovered in WRCs in 2017, 2020 and 2021. Molecular and phylogenetic analyses are in progress in order to characterise the new sequences and compare them to the first ISKV Italian isolate, which in turn showed high nucleotide similarity for each gene segment (L, M, S) to ISKV strains detected in bats in Germany (strain PbGER) and Central Asia (strain LEIV-315K). Italian ISKV appears to be associated to Hypsugo savii, a synanthropic and sedentary bat species which roost in buildings, thus suggesting even a possible public health implication. Retrospective analysis trace back the presence of ISKV in Northern Italy to 2017 suggesting that it has been probably present in this area for several years 
