Avian Influenza viruses (AIV) infect a broad spectrum of animal species, preventing the eradication of the disease worldwide. Each year, genetically different strains circulate abundantly in wild birds, natural reservoirs that can spread these viruses to domestic birds and numerous incidental hosts, including humans. During migration periods, AIV can spread to free regions, making Avian Influenza a significant threat to public health as well as an economical burden. From 10 September to 2 December 2022, EFSA reported 613 cases of clade 2.3.4.4b H5N1 HPAIVs in wild birds in Europe, during the greatest HPAI pandemic ever recorded. Considering the importance of monitoring this notifiable disease, a surveillance study for Alphainfluenzavirus was conducted on 2,398 Anatidae hunted in the Lombardy and Emilia Romagna regions (northern Italy) during the period from January to December 2022, covering two incomplete hunting seasons. Cloacal swabs or feathers were collected through active surveillance within the framework of the Emilia Romagna and Lombardy wildlife monitoring plans. Samples were tested by real time RT-PCR targeting the M gene and positive samples were fully sequenced by Illumina NGS. 74 out of 2,398 wild birds tested positive for AIV (3.1%). The most frequently affected species were mallard (n=37/1,042) and teal (n=21/832), followed by pintail (n=6/29), wigeon (n=5/127) and other Anatidae. Several subtypes were recognised in positive animals. The most frequently detected were H5N1 (HPAI) (22.9%) and H3N8 (13.5%), mainly in mallards and teals. These two species in particular hosted the highest variety of subtypes, confirming their role as the main reservoirs of AIV. In addition to these, subtypes H2N3, H3N1, H5N2, H5N3, H6N1 and H11N9 were also isolated in mallards, while subtypes H1N1, H2N2, H2N3, H6N1, H8N4 and H12N2 were detected in teals. Moreover, subtype H12N8 was identified in a pintail. The H5N1 subtype was the most widespread and affected the largest number of wild birds. Complete sequencing of the positive samples was also conducted, and phylogenetic analysis is ongoing. This study highlights the large circulation of different subtypes of AIV in wild ducks; this certainly represents a concern for both public health and economic losses from its introduction into poultry farms. Therefore, continuous monitoring in wild birds is of crucial importance 
