Pre- and post-milking teat disinfection with commercial solutions containing iodine, hydrogen peroxide, or chlorine are procedures routinely used in the herds to reduce the incidence of new intra-mammary infection. These chemical products may contribute to modify the milk microbial population. Therefore, in this study, we investigated the effect of applying a product containing a bacteriocin during the pre- and post-dipping teat disinfection as evaluable alternative of disinfectants. One strain of lactococcus lactis subsp. cremoris, producing Nisin A showing in vitro a high bactericidal power towards the main mastitis bacteria was used to set up pre- and post- milking products for teat disinfection. [image: image1.jpg]


From the same herd, twenty multiparous dairy cows with low somatic cell counts were divided into two groups of ten lactating cows each: for the pre- and post-milking disinfection, the control group (CTR) was treated with a commercial iodine disinfectant, while the treated group (TR) with the product containing the above-mentioned bacteriocin. Milk samples were collected before (T1) and after one (T2), two (T3) and three months (T4) of treatment from two out of the four healthy quarters, selected on negative bacteriological results and low SCC SCC/mL). For the sequencing, the V3—V4 hypervariable regions of the 16S rRNA gene were sequenced by a MiSeq (Illumina) run with 2 x 250-base paired-end reads.[image: image3.jpg]


 The bacterial community was prevalently composed of Firmicutes (—54%) and Bacteroidota (—20%). From Tl to T4 a significant increase was detected for Actinobacteria (—14%) and Proteobacteria (—16%) phyla, regardless of the treatment. Seventy-eight genera differed significantly O-value <0.05) between the CTR and TR groups. The alpha-diversity metric, summarizing the richness and the distribution of abundances of the bacterial groups, increased significantly O-value <0.0048) [image: image2.jpg]


in the TR group at T2, T3 and T4, highlighting higher biodiversity. The milk microbiome showed a statistically significant separation both among treatments, timepoints and combining treatments x timepoints (p-value =0.00464). In conclusion, the use of the bacteriocin-based products in milking routine of dairy cows could enrich the milk microbiome biodiversity with valuable effect on raw milk cheese-making as well as in preventing the emergence of antibiotic resistance
