In May 2022, a 25-day scientific expedition took a group of 14 scientists and three support staff to one of the most remote and least densely populated regions on the planet: the Gobi desert of Mongolia. As a collaboration among the Institute of Biology of the Mongolian Academy of Sciences, the University of Verona, ISPRA (Italian Institute for Environmental Protection and Re​search), IZSLER (Istituto Zooprofilattico Sperimentale della Lombardia e dell’Emilia Romagna) and the University of Florence, the mission was focused on the search for small mammals, such as hamsters, gerbils, bats or hedgehogs with the view of completing a checklist of the mammalian fauna of the Great Gobi. The animals have been studied from a systematic and conservation point of view and an epidemiological perspective by analyzing their microbiome (bacteria and viruses). These studies may lead to a better understanding of the microbial communities and there​fore afford tools for potential cures, vaccines and anticipation of new diseases. The collected specimens have been identified on-site through cutting-edge DNA technologies (DNA barcoding) in a fully portable molecular biology laboratory involving miniaturized DNA sequencing. The same approach has also been used to identify viruses and other pathogens in remote, isolated areas linked to mammals. In this scenario, the storage of DNA and RNA samples of good quality for lab analyses represented one of the biggest challenges we faced 
