Vancomycin-resistant enterococci (VRE) have emerged as important nosocomial pathogens, potentially associated to food producing animal sector. The present study aims to evaluate the epidemiological role of raw milk in VRE diffusion. We isolated 40 Enterococcus spp. field isolates from individual cow milk, mostly E. faecium (24/40, 60%) species. Nineteen strains (47.5%) were multidrug resistant, mainly to erythromycin (26/40, 65%), quinupristin/dalfopristin (21/40, 52.5%), ciprofloxacin (16/40, 40%) and lineazolid (15/40, 37.5%). Vancomycin resistance was not observed, although one E. faecalis strain was classified as intermediate (MIC=8 μg/L) and carried vanC1 gene. van genes screening in bulk milk showed high frequency of vanC1 (104/384, 27.1%) and vanC2/3 (43/384, 11.2%) genes, while vanA/B genes were not detected. Our preliminary results suggest raw milk as a potential reservoir of vanC genes, which have already been related to VRE associated disease in both animals and humans
