In the framework of the ICRAD PIGIE project we performed a longitudinal monitoring for swine influenza A (IAV-S) circulation in two farrow-to-finish pig farms in Northern Italy, with previously demonstrated IAV-S circulation. In both farms, two piglets’ batches were sampled four times. For each batch, piglets and sows were selected for virological (nasal swabs) and serological testing (blood). IAV RT-PCR was performed from nasal swabs; positive samples were subtyped, viral isolation attempted and full genome sequencing performed. Serum samples were tested by IAV ELISA and hemagglutinin inhibition test (HI) using different antigens. The multiple testing approach allowed us to identify diverse H1 lineages during the study and mixed infections have been evidenced. In both farms, 100% of the sows and 69% -100% of the piglets showed antibodies against IAV by ELISA test but HI test in some circumstances didn’t evidence strain specific seroconversion    
