Genomic epidemiology tools integrated with conventional surveillance systems represent useful instruments for rapidly detecting and managing foodborne outbreaks. In 2022, an outbreak of S. Enteritidis (SE) occurred in Italian commercial broiler flocks causing human cases. The outbreak identification was based on the evidence of SE strains isolated from humans, poultry carcasses and one Gallus gallus breeding flock, sharing the same sequencing profile. The outbreak management was implemented through a surveillance model based on the structured and prompt integration of laboratory data with epidemiological data. The cooperation between central and regional Competent Authorities (AC) and the National Reference Laboratory for Salmonella, supported by the IZS laboratories, was fundamental for efficiently controlling the outbreak
