Chlamydiae are host-limiting bacteria characterized by a biphasic developmental cycle consisting of an alternating extracellular, metabolically inert phase known as the elementary body (EB) and an intracellular, metabolically active phase known as the reticular body (RB). The genus currently includes 11 recognized species, among which C. psittaci, C. avium and C. gallinacea have been isolated from birds. Notably, bacteria belonging to this species are the etiological agents of chlamydiosis in animals and humans. The purpose of this study was to characterize Chlamydia psittaci strain 319900/1, isolated from the cerebrospinal fluid of a human patient with B-cell lymphoma of the marginal zone of the central nervous system. The entire genome of this isolate was sequenced and analyzed for gene content and order, degree of similarity of specific amino acid sequences (polymorphic membrane proteins (pmps) and plasticity zone (PZ)), sequence type (ST), and genotype. To the best of our knowledge, this is the first whole genome analysis of a C. psittaci isolate recovered from a patient with marginal zone B-cell lymphoma  
