The bovine respiratory disease (BRD) is a multifactorial syndrome in which the combination of predisposing factors impairs airway defense mechanisms, promoting pneumonia with polymicrobial etiology. The aim of this study was to describe the distribution of pneumonia patterns and the prevalence of respiratory pathogens in spontaneous cases of BRD occurring in Northern Italy from 2020 to 2022. We also investigated associations between pneumonia patterns and bacterial agents involved. Results suggest an association between fibrinous pleuropneumonia and Mannheymia haemolytica, and between necrosuppurative bronchopneumonia and Mycoplasma bovis. Histological examination confirmed the involvement of isolated pathogens in the development of detected lesions, underlining its importance in the context of an integrated diagnostic approach 
