Africa has a great diversity of foot-and-mouth disease viruses (FMDV) against which killed vaccines are provided by several companies, incorporating diverse strains of different serotypes. To help determine the regional suitability of these vaccines, 16 FMDV were selected to represent the antigenic variation found in East Africa. The panel comprised four viruses for each of the serotypes O, A, SAT 1, and SAT 2 commonly affecting livestock in this region. They were selected from 1,124 isolates made between 2011 and 2019. Sixty-eight isolates were chosen initially, to represent regional genetic lineages, with a final antigenic selection made from differences in patterns of virus recognition by monoclonal antibodies and neutralisation by monospecific antisera. The ability of vaccine-specific antisera to neutralise the panel viruses can indicate which formulated vaccine products are likely to protect in the field. This approach complements vaccine matching, can assess multivalent vaccines, does not need vaccine viruses, and takes account of batch-specific vaccine potency. Antisera were prepared from groups of 5-10 cattle immunised with 13 multivalent FMD vaccine batches produced for use in East Africa by five companies. The ability of the antisera to neutralise the panel viruses was compared to threshold titres associated with cross-protection to provide a measure of each vaccine’s batch-specific potency and regional antigenic relevance as well as indicating the reactivity signatures of the virus strains and serotypes. Marked differences were observed in the immunogenicity of different vaccine batches and between cattle given one and two doses of vaccine. Further virus panels could be developed and deployed for vaccine selection in other regions
