Rabbit Haemorrhagic Disease Virus (RHDV) belongs to the genus Lagovirus, family Caliciviridae. Two distinct serotypes are known: the "classic" RHDV/RHDVa and the RHDV2, which first appeared in 2010 in France and has since spread globally. RHDV2 can also infect and cause disease in a wide range of lagomorph species, including various hares (Lepus spp.). Transmission of RHDV occurs directly via contact of a susceptible rabbit with an infected animal or carcass or indirectly through contaminated surfaces, food, burrows, cages, and vectors such as insects, scavenging birds, and mammals. Limited studies have investigated the ability of immature stages of brush and scavenger flies in the mechanical transmission of lagoviruses. Therefore, our study aimed to investigate the role of various stages of life of blowfly Lucilia sericata in the possible transmission of the RHDV2 virus. Laboratory-reared larvae of stage I flies were exposed to rabbit livers infected with RHDV2 and incubated under controlled temperature, relative humidity, and photoperiod conditions. During the study, third-instar larvae, post-feeding larvae, pupae, and emerged adults were analysed by qPCR for the presence of viral DNA. The virus was also detected following washing with buffer solution and displacement from the contaminated food substrate of the different tested specimens up to 14 days after the start of the experiment. There was no increase in viral load, consolidating the role of L. sericata as a mechanical vector of RHDV2. The persistence of RHDV2 in the immature stage of L. sericata, in combination with the long distances travelled by post-feeding larvae of this abundant and widespread fly, could have implications for the epidemiology of RHDV2 and the implementation of control measures during disease outbreaks 
